M M M + + ) is concentrated in the gray zone of the baseline model (where the predicted probability using the baseline model is close to the a priori probability). Specifically, the disease risk is assumed to follow a logistic model, as below: logit Pr( 1| , , , , , , ) 3 2 0.7
where K( ) x is a Gaussian kernel function centered at 0:
In this model, the disease odds ratio per unit increase in the baseline score is exp (2) when the baseline score is at its average value ( 0 S = ) and rapidly decay when the baseline score is above or below average:
A total of 500 subjects were simulated as the training sample, and another 500 subjects were simulated as the validation sample. The performances of three prediction models were compared (see below): (I) the model with the baseline score only, (II) the model with the baseline score plus the genetic score, 
